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Welcome to Wernigerode

The “colourful city at the Harz Mountains“ 

was founded more than 800 years ago. 

The historical centre has many half-

timbered houses, a spectacular 15th 

century town hall, and a medieval 

market place. The Wernigerode 

Castle in walking distance offers a 

great view of the Harz Mountains. 

Wernigerode is a relaxing resort for 

tourists, ideal to start hiking tours 

to the famous Brocken Mountain 

located exactly on the former 

border between West- and East-

Germany.
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Symposium Registration Form BAGECO 9, 2007

Please fax to  +49 3641 35 33 271

         Until 30 April 2007       From 1 May 2007
 Regular   440 €         490 €
 Student   340 €         390 €

The number of participants will be limited – please register early.
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 Travel              Accommodation          Germany



   Invitation   Major Topics

Prokaryotic Evolution and Adaptation
 Metagenomics
 Evolutionary genetics – Lessons from genomes
 The horizontal gene pool
 Gene transfer 

Bacterial Communities and Eukaryotic Hosts  
 Structural and functional diversity
 Biofi lms and microbial communication
 Plant microbe interactions
 Microbes and invertebrates

Ecosystem Microbiology 
 Biodiversity assessment – from micro- to macro-scale 
 Ecosystem heterogeneity and statistical analyses
 Environmental pollution and biodegradation
 Gas emissions and global warming

Benefi cial Microbes 
 New genes and benefi cial products
 Rhizotechnology
 Biogas and waste treatment

Call for Abstracts

Potential authors are invited to submit an abstract (length max. 
2.000 characters), related to one of the conference topics. An 
international review panel will review the abstracts according 
to scientifi c content and suitability for the conference. A limi-
ted number of abstracts will be accepted for oral or poster 
presentation. 

Online submission of abstracts at www.conventus.de/bageco9

Deadline 31 March 2007

   General Information

International Scientifi c Committee
Mark Bailey (United Kingdom)
Marco Bazzicalupo (Italy)
Gabriele Berg (Austria)
Janet Jansson (Sweden)
Amalia Karagouni (Greece)
George Kowalchuk (The Netherlands)
Leda Mendonca Hagler (Brazil)
Pascal Simonet (France)
Kornelia Smalla (Germany)
Patricia A. Sobecky (USA)
Erko Stackebrandt (Germany)
Christoph C. Tebbe (Germany)
James Tiedje (USA)
Kenneth N. Timmis (Germany)
Vigdis Torsvik (Norway)
J. Dirk van Elsas (The Netherlands)
Timothy M. Vogel (France) 
Elizabeth Wellington (United Kingdom)

Local Organising Committee
Anja Bettina Dohrmann
Holger Heuer
Manfred Höfl e
Kornelia Smalla
Christoph C. Tebbe

Venue/Date
Ramada-Treff Hotel Wernigerode
Pfarrstraße 41 • D-38855 Wernigerode • Germany
23–27 June 2007

Symposium Organisation
Conventus Congressmanagement & Marketing GmbH
Markt 8 • D-07743 Jena • Germany
Phone +49 (0)3641 35 33 225 • Fax +49 (0)3641 35 33 271
bageco9@conventus.de • www.conventus.de

Industry
During the conference, an industrial exhibition will take place. 
Interested companies are invited to request information on the 
exhibition from Conventus.

Dear colleagues, 

Recent advances in molecular microbial methods have let us hear 
from micro-organisms that were silent before. The use of PCR 
to amplify marker genes directly from environmental samples, 
circumventing cultivation, led to the discovery of thousands of new 
sequences and some entirely new Divisions of bacterial life.

To elucidate the functions and physiology of these newly described 
members of the microbial world and their role in the microbial 
community network belongs to the decadal grand challenges. 

Further insights into microbial community networks come from 
advanced microscopic techniques – how bacterial populations 
colonise surfaces, communicate with each other, share substrates, 
interact with their hosts and exchange genetic information.

Join BAGECO-9 to report and learn about the recent progress made 
in understanding microbial community networks and enjoy the 
scientifi c community networking. 

We are looking forward to welcoming you in the city of 
Wernigerode in 2007 to this symposium.

Kornelia Smalla                                 Christoph C. Tebbe


